Table S2: Summary of loci that we attempted to amplify
	experimental round
	Target IDs
	# of loci
	# of loci with sequence information for all 5 taxa *
	sequenced length in bp
	isPCR threshold

	A.1
	A001-213
	213
	83
	8,536
	none

	A.2
	A214-458
	245
	138
	13,689
	26

	B
	B001-288
	288
	154
	17,538
	2

	
	Total
	746
	375
	39,763
	


* Note: for some loci the savanna sequence information was only available from the genome (loxAfr1), resulting in only 347 loci for the MCMCcoal analysis.



























