Supplementary Figure 1:  Average Cases-Only LOD Scores Across the Genome for a) TG, b)HDL-C, and c) LDL-C.  The risk model specified is for a 1.5-fold increased risk of Case status with inheritance of a single copy of the i) African or ii) European ancestral allele.

a) TG

i)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the African ancestral allele
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ii)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the European ancestral allele
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b) HDL-C  

i)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the African ancestral allele
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ii)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the European ancestral allele

[image: image4.png]20,

-10

-12

14

-16





c)  LDL-C


i)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the African ancestral allele
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ii)  Cases-only LOD score for a risk model of 1.5-fold increased risk with inheritance of the European ancestral allele
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