
Movie S1.

Spatio-temporal dynamics in human history. This movie shows the estimated geographic lo-

cations of ancestors of Human Genome Diversity Project, Simons Genome Diversity Project,

Neanderthal, Denisovan, and Afanasievo samples over time. Each dot represents an edge in

the tree sequence of chromosome 20, where the time and geographic location of the parent and

child nodes of the edge have been estimated. The locations of edges at each point in time are

plotted along the great circle between the parent and child nodes. Edges are colored by the

region of the descendants of the child node. If an ancestral lineage has ancestors in multiple

regions, its color is the average of the respective colors of each region.

https://awohns.github.io/unified_genealogy/interactive_figure.html
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