Text S3. Effect of SNP ascertainment bias on results of 3 Population Test
To investigate if SNP ascertainment bias can affect the results of the 3 Population Test, we performed coalescent simulation using Hudson’s ms [1] to generate data for two ancestral populations, Population A (Pop A) and Population B (Pop B). For the simulation, we use a two-population demography similar to one used in reference [2] where the effective population size of Pop A is N0 = 10,000 and effective population size of Pop B varies from 0.25N0 to 0.85N0 such that the frequency differentiation FST(A,B)=0.15 and the divergence time varies from 45,000 - 100,000 years. These simulated populations can be roughly considered as Africans and Europeans. Details of the demographic model are presented in Figure S4. In order to generate SNPs affected by ascertainment bias, we select two chromosomes and examine the alleles. If the two alleles are different, we record the data for the SNP. There are three ascertainment schemes:

(1) One chromosome is selected from each of Pop A and Pop B
(2) Both the chromosomes are selected from Pop A
(3) Both the chromosomes are selected from Pop B
We construct the genomes of individuals of Pop C who have mixed Pop A and Pop B ancestry by using the simulator described in the Materials and Methods section. We choose a 20%/80% mixing proportion and set the time since mixture to be 10 generations. We then perform the 3 Population Test [3] (C; A, B). We observe that regardless of the ascertainment scheme or the demographic model chosen, there is clear evidence of mixture in Pop C (Table S6) and our results are not affected by ascertainment bias.
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