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The PDF file includes:

Legends for tables S1 to S9

Other Supplementary Material for this manuscript includes the following:

Tables S1 to S9



Supplementary Table Captions 

Table S1: Details of DNA extraction, library preparation, and sequencing for 64 newly 
generated libraries 

Table S2: Details of 10 newly generated radiocarbon dates and associated isotopic 
measurements 

Table S3: Details of 1696 individuals used in Principal Component Analysis (Figure 2) 

Table S4: Details of 1094 individuals used in the 2-source qpAdm analysis 

Table S5: Full results for 2-source qpAdm models 

Table S6: Details of 2685 individuals used in the 3-source qpAdm analysis 

Table S7: Full results for 3-source qpAdm models 

Table S8: Addition of 492 populations in turn to the right outgroups for the 
Brahmins_Uttrakhand.HO-Latuotanggu-China_Xinjiang_Xiaohe_BA.AG qpAdm model to 
probe model robustness 

Table S9: Genotype matrix used to count Denisovan haplotypes 




