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Figure S1. St. Mary’s Individuals Ancestry Analysis. Related to STAR Methods. (A) ADMIXTURE analysis 
of the St. Mary’s individuals with present-day individuals with European, African American, African and 
Indigenous American ancestry (k=3). The St. Mary’s individuals are ordered from lowest to highest coverage, 
except individual I15316, who has substantial African ancestry and is shown on the far left. (B) Global PCA. 
The St. Mary’s individuals projected onto a PCA generated with present-day individuals from across the globe. 
The approximate location of present-day populations with West Eurasian, African and East Asian and 
Indigenous American ancestry are indicated. (C) West-Eurasian PCA. The St. Mary’s individuals projected onto 
a PCA generated with present-day individuals from Europe and the Near East. The green circle indicates the 
approximate location where present-day individuals from Great Britain and Ireland plot on the PCA. (D) African 
American PCA. The St. Mary’s individuals projected onto a PCA generated with present-day individuals from 
representative populations with European (CEU.DG), African (YRI.DG), African American (ASW.DG) and East 
Asian (CHB.DG; not shown) ancestry.  
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Figure S2. Total IBD sharing with St. Mary’s individuals. Related to STAR Methods. (A) Histograms show 
the number of research participants that share a given amount of total IBD with any St. Mary’s individual. In 
cases where research participants share IBD with multiple St. Mary’s individuals, the largest amount of total 
IBD is reported. Bin sizes were selected to include a minimum of 5 research participants. (B) Histograms show 
the number of research participants that share a given amount of total IBD with each St. Mary’s individual. To 
maintain research participant anonymity, bins with five or fewer associated research participants are reported 
as 5, indicated by the black, dotted horizontal line. The minimum IBD segment size considered for historical 
individuals with coverage of greater than or equal to 2x is 6 cM and 9 cM for historical individuals with 
coverage less than 2x. The number of IBD matches reported in each figure title is rounded to the nearest 5. 

 
 



 

 
Figure S3. Global Geographic distribution of IBD sharing with St. Mary’s individuals. Related to STAR 
Methods. Marker color indicates the proportion of research participants at each geographic coordinate who 
share IBD with one or more of the St. Mary’s individuals. The size of each marker represents the number of 
participants at the given geographic coordinate (rounded to the nearest integer). To protect participant privacy, 
we randomly downsampled to include only 80% of participants and only showed results for coordinates with at 
least 25 associated participants. The star indicates the location of St. Mary’s City, Maryland.  

 
 



 

 
Figure S4. Geographic distribution of 23andMe research participants with British & Irish ancestry.  
Related to Figure 3. Maps show the predicted British & Irish ancestry proportions (left) globally and (right) in 
the US using the grandparent birth location of 23andMe research participants. We used Kriging interpolation of 
the mean proportion of assigned British & Irish ancestry at each geographic coordinate to generate the 
prediction surfaces.  

 
 



 

 
Figure S5. Geographic distribution of IBD sharing with St. Mary’s individuals. Related to Figures 3-4. For each St. 
Mary’s individual with over 1x coverage (grouped by coverage and displayed separately), we show the proportion (as 
indicated by the color of the marker) of research participants at each geographic coordinate who share any amount of 
IBD. The size of each marker represents the number of participants at the given geographic coordinate (rounded to the 
nearest integer). To protect participant privacy, we randomly downsampled to include only 80% of participants and only 
showed results for coordinates with at least 25 associated participants. The total number of participants who share IBD 
with the St. Mary’s individual who are associated with geographic coordinates included in the image is indicated in the 
figure label, along with the individual ID and their average chromosomal coverage. For each St. Mary’s individual we 
report IBD sharing with (left) research participants with at least 99% European ancestry throughout western and central 
Europe and (right) research participants in the US. The color of the marker outlines indicates the number of participants at 
each location who share at least 30 cM of IBD with the St. Mary’s individual. The figure title (bottom left of each image) 
indicates how many research participants shared IBD with (at least one of) the St. Mary’s individuals shown.  
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